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Table S1. Strains and plasmids used in this study

Name Description Reference/Source
Bacteria strains
Staphylococcus aureus
CST5 Clinical isolate. SCCmec IV, ST8, USA300 (1)
CST6 Clinical isolate. SCCmec IV, ST8, USA300 (1)
RN4220 Accepts foreign DNA (r) (2)
Newman Laboratory strain Goetz, F.
CST151 CSTS5, luk-PV 2 stop codons-erm” This study
CST1583 CST6, luk-PV 2 stop codons-erm” This study
BD0299 SF8300, /uk-PV::spec”? This study
CST176 CST5, pDT144 This study
CST178 CST151, pDT144 This study
CST181 CST151, pDT145 This study
Newman pDCErm This study
Newman pDCErm+PVL This study
Plasmids
pDT144 3.9 kb pCR2.1 BamHI fragment in pDL278 This study
pDT145 pDT144 + 2.2 kb PVL DNA fragment This study
pDCErm Shuttle vector (3)
pDCErm + PVL 2.2 kb PVL expression fragment in pDCErm This study
pCR2.1 PCR cloning vector Invitrogen
pET151 Expression vector Invitrogen
pDL278 Shuttle vector (4)
pET151LukS rLukS expression vector This study
pET151LukF rLukF expression vector This study

MLST, multilocus sequence type; SSC, staphylococcal cassette chromosome; ST, sequence type
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